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SEQUENCE LISTING 



<110> Cruz, Antonio 

<120> METHODS AND COMPOSITIONS USING CD3 AGONISTS 

<130> 24492-020 CIP NATL 

<140> 10587529 

<141> 2008-10-08 

<150> 10/587,259 

<151> 2006-07-26 

<150> PCT/CA05/00099 

<151> 2005-01-25 

<160> 27 

<170> Patentln version 3.5 

<210> 1 

<211> 37 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 

<400> 1 

His Asp Glu Phe Glu Arg His Ala Glu Gly Thr Phe Thr Ser Asp Val 
15 10 15 



Ser Ser Tyr Leu Glu Gly Gin Ala Ala Lys Glu Phe lie Ala Trp Leu 
20 25 30 



Val Lys Gly Arg Gly 
35 



<210> 2 

<211> 36 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 

<400> 2 



His Asp Glu Phe Glu Arg His Ala Glu Gly Thr Phe Thr Ser Asp Val 
15 10 15 



Ser Ser Tyr Leu Glu Gly Gin Ala Ala Lys Glu Phe lie Ala Trp Leu 

20 25 30 



Val Lys Gly Arg 
35 



<210> 3 

<211> 36 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 

<220> 

<221> MI SC_FEATURE 

<222> (36) . . (36) 

<223> wherein Arg at position 36 is attached to a NH2 

<400> 3 

His Asp Glu Phe Glu Arg His Ala Glu Gly Thr Phe Thr Ser Asp Val 
15 10 15 



Ser Ser Tyr Leu Glu Gly Gin Ala Ala Lys Glu Phe lie Ala Trp Leu 



Val Lys Gly Arg 
35 



<210> 4 
<211> 31 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 
<400> 4 

His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 



Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Gly 



20 



25 



30 



20 



25 



30 



<210> 



5 



<211> 



30 



<212> 



PRT 



<213> Artificial Sequence 



<220> 

<223> Chemically Synthesized 
<400> 5 

His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 



Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg 

20 25 30 



<210> 6 

<211> 30 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Chemically Synthesized 

<220> 

<221> MI SC_FEATURE 

<222> (30) . . (30) 

<223> wherein Arg at position 30 is attached to a NH2 

<400> 6 

His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 



Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg 
20 25 30 



<210> 7 
<211> 39 
<212> PRT 

<213> Heloderma horridum 

<400> 7 

His Ser Asp Gly Thr Phe Thr Ser Asp Leu Ser Lys Gin Met Glu Glu 
15 10 15 



Glu Ala Val Arg Leu Phe lie Glu Trp Leu Lys Asn Gly Gly Pro Ser 
20 25 30 



Ser Gly Ala Pro Pro Pro Ser 
35 



<210> 8 
<211> 39 
<212> PRT 

<213> Heloderma suspectum 
<400> 8 

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gin Met Glu Glu 
15 10 15 



Glu Ala Val Arg Leu Phe lie Glu Trp Leu Lys Asn Gly Gly Pro Ser 
20 25 30 



Ser Gly Ala Pro Pro Pro Ser 
35 



<210> 9 
<211> 31 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 
<400> 9 

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gin Met Glu Glu 
15 10 15 



Ala Val Arg Leu Phe lie Glu Trp Leu Lys Asn Gly Gly Pro Tyr 

20 25 30 



<210> 10 
<211> 31 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 
<400> 10 

Asp Leu Ser Lys Gin Met Glu Glu Glu Ala Val Arg Leu Phe lie Glu 
15 10 15 



Trp Leu Lys Asn Gly Gly Pro Ser Ser Gly Ala Pro Pro Pro Ser 
20 25 30 



<210> 11 



<211> 32 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 

<220> 

<221> MISC_FEATURE 
<222> (1) . . (1) 

<223> wherein Xaa at position 1 is pyroglutamate 
<400> 11 

Xaa Leu Gly Pro Gin Gly Pro Pro His Leu Val Ala Asp Pro Ser Lys 
15 10 15 



Lys Gin Gly Pro Trp Leu Glu Glu Glu Glu Glu Ala Tyr Gly Trp Met 

20 25 30 



<210> 12 

<211> 32 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 

<220> 

<221> MI SC_FEATURE 

<222> (1) . . (1) 

<223> wherein X at position 1 is pyroglutamate 

<400> 12 

Xaa Leu Gly Pro Gin Gly Pro Pro His Leu Val Ala Asp Pro Ser Lys 
15 10 15 



Lys Gin Gly Pro Trp Leu Glu Glu Glu Glu Glu Ala Tyr Gly Trp Leu 

20 25 30 



<210> 13 

<211> 16 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 



<220> 



<221> MI SC_FEATURE 
<222> (1) . . (1) 

<223> wherein X at position 1 is pyroglutamate 
<400> 13 

Xaa Gly Pro Trp Leu Glu Glu Glu Glu Glu Ala Tyr Gly Trp Met Asp 
15 10 15 



<210> 14 

<211> 16 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 



<220> 

<221> MISC_FEATURE 
<222> (1) . . (1) 

<223> wherein X at position 1 is pyroglutamate 
<400> 14 

Xaa Gly Pro Trp Leu Glu Glu Glu Glu Glu Ala Tyr Gly Trp Leu Asp 
15 10 15 



<210> 15 
<211> 101 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 
<400> 15 

Met Gin Arg Leu Cys Val Tyr Val Leu lie Phe Ala Leu Ala Leu Ala 
15 10 15 



Ala Phe Ser Glu Ala Ser Trp Lys Pro Arg Ser Gin Gin Pro Asp Ala 
20 25 30 



Pro Leu Gly Thr Gly Ala Asn Arg Asp Leu Glu Leu Pro Trp Leu Glu 
35 40 45 



Gin Gin Gly Pro Ala Ser His His Arg Arg Gin Leu Gly Pro Gin Gly 
50 55 60 



Pro Pro His Leu Val Ala Asp Pro Ser Lys Lys Gin Gly Pro Trp Leu 



65 70 75 80 



Glu Glu Glu Glu Glu Ala Tyr Gly Trp Met Asp Phe Gly Arg Arg Ser 
85 90 95 



Ala Glu Asp Glu Asn 
100 



<210> 16 
<211> 52 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 
<400> 16 

Asp Leu Glu Leu Pro Trp Leu Glu Gin Gin Gly Pro Ala Ser His His 
15 10 15 



Arg Arg Gin Leu Gly Pro Gin Gly Pro Pro His Leu Val Ala Asp Pro 
20 25 30 



Ser Lys Lys Gin Gly Pro Trp Leu Glu Glu Glu Glu Glu Ala Tyr Gly 
35 40 45 



Trp Met Asp Phe 
50 



<210> 17 
<211> 14 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 
<400> 17 

Trp Leu Glu Glu Glu Glu Glu Ala Tyr Gly Trp Met Asp Phe 
15 10 



<210> 18 

<211> 6 

<212> PRT 

<213> Artificial Sequence 



<220> 



<223> Chemically Synthesized 



<400> 18 

Tyr Gly Trp Met Asp Phe 
1 5 



<210> 19 

<211> 6 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 

<400> 19 

Tyr Gly Trp Leu Asp Phe 
1 5 



<210> 20 

<211> 31 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 

<220> 

<221> MI SC_FEATURE 

<222> (31) . . (31) 

<223> wherein Xaa is either Pro or Tyr 

<400> 20 

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gin Met Glu Glu 
15 10 15 



Glu Ala Val Arg Leu Phe lie Glu Trp Leu Lys Asn Gly Gly Xaa 

20 25 30 



<210> 21 

<211> 40 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 

<220> 

<221> MI SC_FEATURE 



<222> (2) . . (2) 

<223> wherein Xaa is either Ser or Asp 



<220> 

<2 2 1 > MI SC_FEATURE 
<222> (3) . . (3) 

<223> wherein Xaa is either Gly or Phe 
<400> 21 

His Xaa Xaa Gly Thr Phe lie Thr Ser Asp Leu Ser Lys Gin Met Glu 
15 10 15 



Glu Glu Ala Val Arg Leu Phe lie Glu Trp Leu Lys Asn Gly Gly Pro 

20 25 30 



Ser Ser Gly Ala Pro Pro Pro Ser 
35 40 



<210> 22 
<211> 52 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 
<400> 22 

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gin Met Glu Glu 
15 10 15 



Glu Ala Val Arg Leu Phe lie Glu Trp Leu Lys Asn Gly Gly Pro Ser 

20 25 30 



Ser Gly Ala Pro Pro Ser Lys Lys Lys Lys Lys Lys Ser Ser Gly Ala 
35 40 45 



Pro Pro Pro Ser 
50 



<210> 23 

<211> 6 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 



<400> 23 



Tyr Gly Trp Met Asp Phe 
1 5 



<210> 24 

<211> 6 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 

<400> 24 

Tyr Gly Trp Leu Asp Phe 
1 5 



<210> 25 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 
<400> 25 

Gly Ala Gly Ala Gly Ala Gly Ala Gly Ala 
15 10 



<210> 26 

<211> 4 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chemically Synthesized 

<220> 

<221> MI SC_FEATURE 

<222> (4) . . (4) 

<223> wherein Phe at position 4 is attached to an NH2 

<400> 26 

Trp Met Asp Phe 
1 



<210> 27 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Chemically Synthesized 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> wherein Phe at position 4 is attached to an NH2 

<400> 27 



Trp Leu Asp Phe 
1 



